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positive regulation of macrophage derived foam cell differentiation
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positive regulation of inflammatory response
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negative regulation of epithelial cell proliferation
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response to light stimulus

G
S

Z

●●
● ●●

●●● ●●●●
● ● ●●●

●●●
●●● ●●

●●

# features = 27 , max = 1



−15

−10

−5

0

5

10

15

20
transmembrane receptor protein serine/threonine kinase signaling pathway
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